ABSTRACT We present here the complete genome sequence of a novel mastrevirus isolated from Cicer arietinum (chickpea) from Australia. We propose the name chickpea redleaf virus 2.
demarcation for mastreviruses is less than 78% nt identity over the full length of the genome (https://talk.ictvonline.org/ictv-reports/ictv_online_report/ssdna-viruses/ w/geminiviridae/394/genus-mastrevirus), indicating that CpRLV2 is a novel Mastrevirus species. At the amino acid level, the movement protein (MP) of CpRLV2, as well as the replication (Rep) proteins RepA and Rep, share 80%, 80% and 77% amino acid identity, respectively, with CpCV-A AU-2683A. However, the coat protein shares only 63% amino acid identity to CpCV-A AU-2683A, and the closest match with 75% amino acid identity was to chickpea chlorotic dwarf virus isolate Eco18 (GenBank accession number AM933135). Therefore, the main difference in the genome of CpRLV2 from that of CpCV-A AU-2683A, the closest relative, is the coat protein gene region.
Data availability. The sequence was deposited in GenBank with the accession number MK940528.
